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Proteome analysis of hemofilter adsorbates to identify novel

substances of sepsis: a pilot study
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£1 70T F— AT S LB E OREREI AT A
B i B I BE Pl
(429 F8) (357 FiidH)
Function annotation-n (%)
Metabolic process 228 (53.1) 209 (58.5) 0.13
Response to stimulus 187 (43.6) 138 (38.7) 0.16
Immune system process 100 (23.3) 59 (16.5) 0.018
Biological adhesion 31(7.2) 14 (3.2) 0.047
Antioxidant activity 15(3.5) 6 (1.7) 0.12
Chemokine activity 10(0.2) 10(0.3) 0.68
Cytokine activity 7(1.6) 5(1.4) 0.79
Pvalues were calculated using chi-square tests.
Reprinted from J Artif Organs 20:132-37,2017 with permission
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#2 BIEROATROI-EHE

Wi & B3 5 BER D 2 R HE
CAl, CysC, LRG1
W iiE & B3 2 RO B 5 R HY
BM-sHSPG, CFD, EGL, FGG, IGFBP4, TN

BM-sHSPG, basement membrane-specific heparan sulfate proteoglycan core
protein; CA1l, carbonic anhydrase 1; CFD, complement factor D; CysC,
Cystatin-C; EGL, extracellular glycoprotein lacritin; FGG, fibrinogen gamma
chain; IGFBP4, insulin-like growth factor-binding protein 4; LRG1, leucine-rich
alpha-2-glycoprotein; TN, tetranectin.
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